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ATP (Adenosine triphosphate)

(a) ATP consists of three phosphate groups, ribose, and adenine.
NH,

OH OH

Ribose
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1. NAD" (nicotinamide adenine dinucleotide)
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Figure 6.9B Details of glycolysis (Layer 3)
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Electron transport chain

The pathway of electron transport
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ELECTRON TRANSPORT CHAIN
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Electron Transport Chain
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